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nepeMeKOBYBaIacs 3 AUITHKAMU TPaHyJISAIIHHOI TKAHWHH Ta HEBEIUKUMH 3aJMIIKAMH KPOB’STHOTO
3TYCTKY.

Yepes 14 ni6 B 30HI KiCTKOBOTO AeEKTY CTETHOBOI KICTKM IIYPIB y BCIX JOCHIIPKYBaHHUX
rpynax crocrepirajacsi MoJojla KiCTKOBa TKaHWHA, (DiOpOpEeTHKyIsSpHAa TKaHWHA Ta HEBEIHUKI
3QIMIIKA TeMaToMU. BcTaHOBIEHO, MO BITHOCHA IUIOIIA KICTKOBOI TKAaHWHU Yy IIUISHIN Je(eKTy
TBapHH, sKi OTPUMYBAJM Mepxjopar Hatpito, Oyna y 1,18 ta 1,32 pa3u MeHIIOO B MOPIBHSHHI 3
KOHTPOJILHOIO Ta 2 TPYIOIO TBAPHH.

Ha 21 noby B 30HI nedekTy y IIypiB KOHTPOJBHOI Ta JAOCIIAHOI TpyHn Majio Micle
(dbopMyBaHHS KiCTKOBOI TKaHWHH, sIKa 3 €IHyBana Kpai MaTeprMHCHKOI KicTkH. OfHaK y KiCTKOBIiH
TKaHUHI TBapuH | Tpymnu, Oyna moripiieHa sKiCTh KICTKH 32 paXyHOK (hOpMYBaHHSI MiKPOTPILIHH,
0a30¢inii IEeMEHTHUX JIiHIA, WiABUIINEHHS OCTEOIMHAPHOTO OCTEOJ3iCy, Ha IO BKa3yBaJIH
PO3MIUpPEHi 3 HEPIBHUMH KOHTYPaMH JIAKYHH OCTEOLIUTIB.

BucHoBku. Y rpymi TBapuH 3 MOJEIBOBAHUM TiIOTHPEO30M TEPMiHU (OpPMyBaHHSI
KICTKOBOTO pereHepary OyJid CHOBIIbBHEHMMH, a HOTO SIKICTh TOTIpIIeHA BHACHIIJOK BTOPUHHOI
nepeOy10BH, IO MOB’S3aHO 3 HECHPOMOKHICTIO — pereHepary BUTPHUMYBATH HaBaHTA)KCHHS.
KommiekcHe JiKyBaHHS LIypiB mHpenapaTtamd, IO MICTATh WOA Ta CeleH (aKTUBHHI) CIIpHsE
nepediry penapaTiBHOTO OCTEOT€HE3Y, XapaKTEePHOTo JUIsi KOHTPOJILHUX TBAPHUH.

CEKIIA 10
TTICHA CEPEJOBHUILA I BABYEHHS HOBUX AHTUMIKPOBHUX PEYUOBWH
B EKCITEPUMEHTI I KJITHIL

Blinder O.0O.
BIOFILM FORMATION AND SENSITIVITY TO ANTIBIOTICS OF NASAL S. AUREUS
Department of Microbiology, Virology and Immunology
Bukovinian State Medical University

Introduction. The significant spread of antimicrobial-resistant strains among opportunistic
bacteria is an important challenge for modern medicine and clinical microbiology in particular. The
ability of bacteria to form biofilms is one of the adaptations for survival in unfavorable conditions,
including the presence of antibiotics. According to modern theories and views on biofilm formation,
it is believed that in nature, most bacteria are in the biofilm form, and their properties are
significantly different from planktonic forms. The existence of biofilms of opportunistic bacteria in
hospitals - on plastic, glass or metal surfaces, and instruments increases the threat of nosocomial
infections. Staphylococcus aureus is a widespread organism that can colonize the skin and mucous
membranes of healthy people and also remains one of the leading causative agents of inflammatory
processes of various localizations. Healthy carriage of S. aureus among medical workers and also
among medical students has an important epidemiological significance.

The aim of the study. To investigate the biofilm-forming ability of S. aureus strains
isolated from nasal carriers, and their sensitivity to antibiotics.

Material and methods. The subjects of the study were 45 strains of Staphylococcus aureus
isolated from the nasal mucosa of 2-6 years of study medical students of BSMU (Chernivtsi).
Primary inoculation was carried out on yolk-salt agar and chromogenic medium “Staphchrom
agar”. ldentification was carried out by determining lecitovitellase activity, pigment formation, the
ability to coagulate citrate plasma and mannitol fermentation. The biofilm formation of selected
strains was determined by the adherence test (Freeman et al., 1989). The sensitivity of isolated
S.aureus to antibiotics (benzylpenicillin, ofloxacin, gentamicin, ciprofloxacin, levofloxacin,
clindamycin, amikacin) was determined by the disk diffusion method. The technique for antibiotic
sensitivity determination was conducted according to The European Committee on Antimicrobial
Susceptibility Testing recommendations (EUCAST, 2024). The presence of methicillin-resistance
S. aureus (MRSA) was determined by a surrogate test with cefoxitin. Statistical data processing
used the "Fisher angular transformation” method (Sydorenko O.V., 2000).
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Results and discussion. 41 (91%) of 45 isolated strains of S. aureus were capable of biofilm
formation. Such data characterize them as an epidemiologically dangerous focus on preservation
and formation of antibiotic-resistant forms. However, all (100%) strains were sensitive to cefoxitin
and resistant to benzpenicillin, therefore the strains are resistant to natural penicillins, amino-,
carboxy- and ureidopenicillins, sensitive to inhibitor-protected penicillins, oxacillin, dicloxacillin,
cloxacillin, flucloxacillin, nafcillin so — they are not MRSA. Therefore, there is no risk of
preservation of polyresistant forms of these strains in biofilm forms. Also, all (100 %) studied
strains were resistant to ofloxacin. 32+9.52% were resistant to gentamicin, 32+9.52% to
ciprofloxacin, 44+10.13% to levofloxacin, 40£10% to clindamycin, and 40+10% to amikacin. The
obtained data correlate with those found in the literature and testify to a significant proportion of
antibiotic-resistant S. aureus among nasal carriers. There was no difference in resistance to
antibiotics of the biofilm-forming and planktonic forms of the selected strains.

Conclusion. The absence of MRSA in this sample is an epidemiologically positive
characteristic, however, given the significant distribution among the studied strains resistant to
certain groups of antibiotics and the biofilm-forming ability of the vast majority of them, constant
monitoring and control of such a group of nasal carriers as medical students is necessary.

Dzhuryak V.S.

THE STATE OF THE COLON MICROBIOME
IN WOMEN WITH GESTATIONAL DIABETES
Department of Microbiology, Virology and Immunology
Bukovinian State Medical University

Introduction. Gestational diabetes is a condition that arises due to impaired metabolic
processes against the background of insulin resistance and an increase in blood glucose levels
during pregnancy. This pathology leads to a significant number of pregnancy and childbirth
complications, high child perinatal morbidity and mortality, and its prevalence varies throughout
the world. The aim of the work was to determine the taxonomic composition, population level
and microecological indicators of the macroorganism-microbiome ecosystem of the symbiotic
colon microbiota in women with gestational diabetes.

The aim of the study. To determine the role of bacteria in the formation of the colon
microbiome in women with gestational diabetes.

Material and methods. The microbiological examination of the colon contents was
carried out in 26 pregnant women aged 18 to 35 years. The clinical material for microbiolo-
gical examination was the fresh colon contents (faeces) taken from medium portions, which were
collected in sterile (after autoclaving) vials.

Results. According to the results of the work, it was found that during gestational
diabetes, the taxonomic composition and microecological parameters of the macroorganism-
microbiome ecosystem of the colon microbiota in women are impaired due to the biotope
contamination with pathogenic microorganisms (E.coli Hly+) and opportunistic pathogens
(E.coli Lac-, P.mirabilis, P.vulgaris, E.cloacae, C.diversus, S.marcescens), enterobacteria,
C.albicans, P.niger and bacteria of the genus Clostridium. Alterations in the taxonomic
composition and microecological indicators of the colon microbiome in women with
gestational diabetes lead to multidirectional changes depending on the taxon: a decrease in the
population level of bacteria, which are the most important in terms of representation in the
human colon microbiome, with a multifunctional role in maintaining microecological
homeostasis (bacteria of the genus Bifidobacterium — by 17.59 %, Lactobacillus — by 38.37 %) and
an increase or a stable trend towards an increase in the population level of opportunistic
enterobacteria P.mirabilis by 26.67 %; among other enterobacteria, the population reaches high
levels (from 6.390 + 0.009 Ig CFU/g to 7.46 = 0.17 Ig CFU/qg), the level of Staphylococcus in
increased by 35.94 %, C.albicans — by 26.74 %, P.melaninogenicus — by 55.93 %.
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