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lesson, the teacher ensures the creation of a friendly atmosphere in the audience, 

promotes the desire to learn, and increases interest in the discipline. 

A role-playing game is a teaching tool that activates the mental activity of 

students, makes the educational process more attractive and interesting, makes you 

worry and experience, which, in turn, creates an incentive to master new knowledge 

and skills in the aspect of future professional activity. 

Modernization of the modern educational process in the medical field should be 

based on the synthesis of education, science and innovative activity, which will allow 

medical personnel to develop professional competencies that ensure their 

competitiveness in the international market of medical services. 

REFERENCES: 

1. Acharya H. Reddy R, Hussein A, Bagga J, Pettit T. The effectiveness 

of applied learning: an empirical evaluation using role playing in the classroom. 

Journal of Research in Innovative Teaching & Learning, 2019; Vol. 12 No. 3, pp. 

295-310. https://doi.org/10.1108/JRIT-06-2018-0013 

2. Kilgour P, Reynaud D, Northcote MT, Shields M. Role-playing as a 

tool to facilitate learning, self-reflection and social awareness in teacher education. 

International Journal of Innovative Interdisciplinary Research. 2015; 2(4), 8-20. 

3. Kettula K, Berghall S. Drama-based role-play: A tool to supplement 

work-based learning in higher education. Journal of Workplace Learning, 2013; 

25(8), 556-575. 

4. Westrup U, Planander A. Role-play as a pedagogical method to prepare 

students for practice: The students’ voice. Ogre utbildning, 2013; 3(3), 199-210. 

 

 

Kseniia Voroniuk, Larysa Sydorchuk,  

Oleksandr Hinhulia, Yuliia Repchuk,  

Alina Sokolenko, Marianna Semianiv 

Bukovinian State Medical University 

 

GENETICS MECHANISMS OF LEFT VENTRICULAR HYPERTROPHY IN 

HYPERTENSIVE PATIENTS 

 

https://doi.org/10.1108/JRIT-06-2018-0013


 

312 

 

Objective: to evaluate the polymorphic variants of AGT (rs4762) and GNB3 

(rs5443) genes as predictors of myocardium left ventricular hypertrophy (LVH) in 

patients with essential arterial hypertension (EAH). 

Materials and methods. 100 patients with stage II of EAH, 1-3 degrees of 

blood pressure (BP), high and very high cardiovascular risk participated in the in the 

case-control study. Among the patients, 21% (21) were men, 79% (79) were women; 

average age 59.86±6.22 years. The control group consisted of 60 practically healthy 

subjects, comparable in age (49.13±6.28 years) and gender distribution (63% women, 

37% men). Myocardium structural changes and LVH models were assessed by 

echocardiography. AGT (rs4762) and GNB3 (rs5443) genotyping was performed by 

TaqMan probes (CFX96™Real-Time PCR). 

Results. The eccentric LV hypertrophic geometric pattern (ELVH) in EAH 

patients is more common in the mutated T-allele carriers of the AGT gene (rs4762) and 

the CC-genotype subjects of the GNB3 gene (rs5443) by 26.29% (2=3.88; p=0.015) 

and 22.22% (2=5.67; p=0.017) respectively. Concentric LVH (CLVH), dominates in 

homozygous C-allele patients of the AGT gene (rs4762) and the T-allele of the GNB3 

gene (rs5443) by 29.13% (2=4.50; p=0.01) and 22.22% (2=5.14; p=0.023) 

correspondingly. The risk of ELVH increases in EAH patients with mutated T-allele 

of the AGT gene (rs4762) more than 4.5 times (OR 95%CI:1.35-15.72; p=0.019) and 

in the CC-genotype of the GNB3 gene (rs5443) almost 5 times (OR 95%CI:1.22-19.21; 

p=0.017). The risk of CLVH increases in the CC-genotype patients of the AGT gene 

(rs4762) almost 5 folds (OR 95%CI: 1.45-15.28; p=0.01) and in the T-allele of the 

GNB3 gene more than 4 times (OR 95%CI:1.15-13.95; p=0.022). Systolic and 

diastolic blood pressure (BP) ≥160/≥100 mmHg increases the ELVH risk 3 times (OR 

95%CI:1.0-9.07; p=0.043). 

Conclusion. LV hypertrophic models associate with AGT (rs4762) and GNB3 

(rs5443) genes polymorphic variants in hypertensive patients, as well as ELVH with 

BP elevation. 

Key words: left ventricular hypertrophy, myocardium geometry, essential 

arterial hypertension, polymorphism of AGT (rs4762) and GNB3 (rs5443) genes. 

Introduction. 
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Hypertensive-mediated left-ventricular hypertrophy (LVH) and myocardium 

remodelling is a major pathophysiological manifestation of target-organ damaging 

followed by an increased cardiovascular (CV) risk. LVH is present in 15-20% of the 

general population worldwide and is more common in African Americans, elderly, 

obese and hypertensive patients. Besides, arterial hypertension (АН) is the primary 

cause of LVH. The review of echocardiographic data from 37.700 individuals revealed 

a 19-48% prevalence of LVH in untreated hypertensive subjects and 58-77% in high-

risk essential arterial hypertensive (EAH) patients. The presence of obesity also 

doubles the LVH risk. The prevalence of LVH ranges from 36% to 41% in the 

population, depending on the criteria used to define it. There is an evidence that the 

predominance of LVH does not differ between men and women (range 36.0% vs 

37.9% and 43.5% vs 46.2%). The high prevalence of LVH in EAH patients indicates 

that the blood pressure (BP) values also affects the LVH degree although it has not 

been stated whether it determines the remodelling type. 

Therefore, the aim of the study was to establish the association of the AGT 

(rs4762) and GNB3 (rs5443) genes polymorphism with LV geometry changes in EAH 

patients. 

Results and discussion. 

The LVH development in observed population was associated with dominating 

of Concentric LVH pattern (82% patients) 4.55 times over ELVH (16%) and CRLV 

(2%) subjects. The ELVH was revealed more often in EAH patients with 2-3 degrees 

of BP elevation (SBP/DBP ≥160/≥100 mmHg) by 15% (2=4.02; p=0.045). Moreover, 

SBP/DBP ≥160/≥100 mmHg increases the risk of ELVH 3 times (OR=3.0; OR 

95%CI:1.0-9.07; p=0.043).  

The distribution of myocardium LV geometric models depending on the genes' 

polymorphism AGT (rs4762, 521C>T) and GNB3 (rs5443, 825C>T) in hypertensive 

patients is presented in Table 1. ELVH was detected more often among the mutated T-

allele carriers of the AGT gene (rs4762) than in the CC-genotype by 26.29% (2= 3.88; 

p=0.015) and in the CC-genotype patients of the GNB3 gene (rs5443) over the minor 

T-allele by 22.22% (2=5.67; p=0.017) respectively. Whereas, on the contrary, CLVH 

was registered more often in homozygous C-allele patients of the AGT gene by 29.13% 
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(2=4.50; p=0.01) and in the T-allele subjects of the GNB3 gene by 22.22% (2=5.14; 

p=0.023) accordingly. 

Table 1 

The myocardium left ventricle geometric models depending on the genes' 

polymorphism AGT (rs4762, 521C>T), GNB3 (rs5443, 825C>T) in hypertensive 

patients 

Geometric model of the LV 

Concentric 

remodeling 

of the LV,  n 

(%) 

Eccentric LV 

hypertrophy, 

n (%) 

Concentric 

LV 

hypertrophy, 

n (%) 

AGT gene 

(rs4762, 

521C>T), n (%) 

CC-genotype, 

n=51 
1 (1.96) 6 (11.76) 44 (86.27) 

Т-allele, n=21 1 (4.76) 8 (38.05) 12 (57.14) 

2 ; Р p>0.05 
2=3.88; 

p=0.015 

2=4.50; 

p=0.01 

GNB3 gene 

(rs5443, 

825C>T), n (%) 

СС-genotype, 

n=36  
1 (1.96) 11 (30.55) 24 (66.67) 

Т-allele, n=36  1 (4.76) 3 (8.33) 32 (88.89) 

2 ; Р p>0.05 
2=5.67; 

p=0.017 

2=5.14; 

p=0.023 

 Epidemiological analysis confirmed an increased risk of ELVH in EAH 

patients with T-allele of the AGT gene (rs4762) more than 4.5 times (OR 95%CI:1.35-

15.72; p=0.019) followed by the low probability of ELVH model in the CC-genotype 

patients (OR=0.22; p=0.015). Nevertheless, the CLVH risk increases in CC-genotype 

carriers of the AGT gene (rs4762) almost 5 times (OR 95%CI: 1.45-15.28; p=0.01), 

with low chances in T-allele subjects (OR=0.21; OR 95%CI:0.06-0.69; p=0.012). 

 Furthermore, the risk of ELVH in EAH patients increases almost 5 times in CC-

genotype carriers of the GNB3 gene (rs5443) (OR 95%CI:1.22-19.21; p=0.017), with 

a low CLVH likelihood (OR=0.25; OR 95%CI: 0.07-0.87; p=0.047) (Table 4). On the 

other hand, the risk of CLVH increases 4 times in the mutated T-allele patients of the 
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GNB3 gene (OR 95%CI: 1.15-13.95; p=0.022), with low odds of ELVH (OR=0.21; 

OR 95%CI: 0.05-0.82; p=0.037). 

       Conclusions. T-allele of the AGT gene (rs4762) and CC-genotype of the GNB3 

gene (rs5443) elevate the risk of Eccentric LVH in EAH patients 4.5-5 times. The risk 

of Concentric LVH increases 5 and 4 times as well in the CC-genotype patients of the 

AGT gene and in T-allele of the GNB3 gene, accordingly. Systolic and diastolic BP 

elevation (≥160/≥100 mmHg) increases the LVH risk 3 times in observed population 

but only the Eccentric geometry model. 
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ПОЛІМОРФНІ ВАРІАНТИ ГЕНА AGT (RS4762), ЯК ПРЕДИКТОРИ 

ЗМІНИ ГЕОМЕТРІЇ ЛІВОГО ШЛУНОЧКА У ХВОРИХ НА АРТЕРІАЛЬНУ 

ГІПЕРТЕНЗІЮ 

 

Мета: оцінити роль  поліморфних варіанти гена AGT (rs4762) , як 

предикторів зміни геометрії лівого шлуночка у хворих на артеріальну 

гіпертензію  (АГ). 

Матеріали і методи. В одномоментному дослідженні взяло участь 100 

хворих на ЕАГ II стадії, 1-3 ступенів підняття артеріального тиску (АТ), 

високого та дуже високого серцево-судинного ризику. Серед хворих було 21% 

(21) чоловіків, 79% (79) жінок. Середній вік пацієнтів – 59,86±6,22 років. Групу 

контролю склали 60 практично здорових осіб, зіставних за віком (49,13±6.28 

років) та статевим розподілом (63% - жінок, 37% - чоловіків). Для дослідження 

поліморфізму гена AGT (rs4762) виконали якісну полімеразну ланцюгову 

реакцію (ПЛР) в режимі реального часу. 

Результати. Гіпертрофічна геометрична модель ЕГ ЛШ у хворих на ЕАГ 

частіше зустрічається у носіїв мутаційного Т-алеля гена AGT (rs4762) на 26,29% 

(2=3,88; р=0,015). Тоді як КГ ЛШ навпаки домінує у гомозиготних власників 

основного С-алеля гена AGT (rs4762) 29,13% (2=4,50; р=0,01).  

Висновок. Епідеміологічний аналіз підтвердив зростання ризику появи ЕГ 

ЛШ у хворих на ЕАГ носіїв мутаційного Т-алеля гена AGT (rs4762) у понад 4,5 

рази (OR 95%CI:1,35-15,72; р=0,019. Натомість, ризик КГ ЛШ збільшується у 

осіб із СС-генотипом гена AGT (rs4762) майже у 5 разів (OR 95%CI:1,45-15,28; 

р=0,01). 


