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strains, members of family Enterobacteriaceae, genuses Staphylococcus, Enferococcus,
Pseudomonas were 1dentified to species, but strains, members of Bifidobacterium, Lactobacillus,
Clostridium, Candida to genus.

The general assessment of the state of the colon microflora was carried out in accordance
with the critcria proposed by Mickelsar with co-authors. Statistical data proccssing was performed
by the method of variation statistics using the Student's criterion.

The signs which gave rise to the establishment of a violation of the composition of the
microflora faeces, included: 1) a large number of (>1:10° CFU inl g} S. aureus; 2) increasing the
number of yeast-like fungi of the genus Candide (>1-10° CFU inl g); 3) the presence of
opportunistic enterobacteria in quantities >1-10° CFU inl g. as well as the presence of hemolytic (>
(1%}, lactosonegative (> 5 %) and weakly [ermentable (> 10%) strains E. coli; 4) a large number of
clostridia (>1-10° CFU inl g); 5) a decrease in the relative amount (<85%). or a complete absence
of anaerobic non-spore-forming bacteria (lactobacterial bifidobacteria).

The Staphylococcus aureus was found to be the highest in the first age group (67 %) with a
clear tendency to decrease with the age of the examined (39.1% - 2 groups, 29.1% - 3 groups). In
patients under | year of age. the difference was statistically significant (p <(0.05) when compared
with groups 2 and 3.

Reducing the number, or the complete absence of anaerobic non-spore-forming bacteria, as
the only sign of a microflora disturbance, reveals a reverse trend. This attribute most often appears
in the oldest age group (30.8%), and most often in children under 1 year (17.0%).

Clear patterns of dependence of the frequency of release of yeast-like fungi of the genus
Candida, clostridium, opportunistic enterobacteria, E. coli atypical strains were not detected
depending on age.

The obtained data allow us to assume that in children under 15 years of age the main cause
of dysbiosis of the colon is a violation in the immune system, which causes the development of a
peculiar infection process. This assumption is consistent with the well-known fact that the human
immune system undergoes a rather long maturation process after birth.

Gavryliuk O.1.

SEARCH OF ANTIMICROBIAL AGENTS AMONG DERIVATIVE 2- (1-PHENYL-3-
ARYL-1 H-PYRAZOL-4-IL) BENZO [B] QUINOLIN-4-CARBOXLIC ACID
Department of Microbiology and Virology
Higher State Education Establishment of Ukraine
«Bukovinian State Medical University»

For the study, 35 derivatives ol 2- (1-phenyl-3-aryl-1 H-pyrazole-4-il) benzo [b] quinoline-4-
carboxylic acid were selected. The study of the antimicrobial properties of these compounds was
performed using the generally accepted method of double serial dilutions in a liquid nutrient
medium (namely, by means of a micro-method using disposable polystyrene plates). Minimal
bacteriostatic or fungistatic and minimal bactericidal or fungicidal concentrations were investigated.
As test objects for these rapid tests, reference strains of grampositive bacteria (Staphyviococcus
aureus ATCC 25923), gramnegative bacteria {Escherichia coli ATCC 25922) and yeast-like fungi
(Candida albbans ATCC 885-653) were used as a liquid nutrient medium : for bacteria - meat-
peptone broth (MPB), for fungi - Saburro broth.

Incubated in a thermostat at 37 © C for 24 hours. ( fungi - respectively at 30°C - 48 hours.).
All studies were accompanied by appropriate control: control of the environment for sterility,
control of culture growth in a medium without compounds.

Results and discussion: during the in experiments in vitro, it has been found that the vast
majority (82.86%) of the tested compounds have antimicrobial activity. Minimal bacteriostatic
concentration of the vast majority of 2-(1-phenyl-3-aryl-1H-pyrazol-4-sl) benzo [b] quinoline-4-
carboxylic acid is in the range of 250 to 1000 pg / ml. The indicated concentrations of the studied
compounds are established both in relation to the ratio of grampositive S. qureus ATCC 25923 and
gramnegative £ coli ATCC 25922.
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The study of the fungistatic effect of these compounds revealed their higher anti-candidosis
activity relative to antibacterial activity - minimal fungistatic concentrations for most of the
compounds were at a level of 125-250 pg / ml.

Our analysis of the dependence of the antimicrobial activity of 2- (1 -phenyl-3-aryl-1H-
pyrazol-4-il) benzo [b] quinoline-4-carboxylic acid derivatives on their chemical structure was as
follows. The nature of the substitute for the aryl fragment in position 3 of pyrazole affects the
activity of the compounds under study. It has been established that the presence of halogen in the
aromatic ring at position 3 of pyrazole greatly enhances antimicrobial activity {250-500 pg / ml) in
relation to S, aureus and E. cofi.

The highest antimicrobial activity in relation to the ratio of all investigated microorganisms
is demonstrated by 2- (1 -phenyl-3-aryl-1/{-pyrazole-4-il) benzo [b] quinoline-4-carboxylic acid. It
is noteworthy that the introduction of the heterorylic fragment in the position of 3pyrazole nucleus
into the molecule structure of the studied acids does not lead to the expected increase in
antimicrobial activity.

Conclusions: the antimicrobial activity of the new derivatives of 2- (1-phenyl-3-aryl-1H -
pyrazole-4-il) benzo [b] quinoline-4-carboxylic acid, revealed by us, can be recommended to
continue the search for antimicrobial agents among the derivatives of quinolin-4-carboxylic acid
due to the purposeful synthesis of new compounds among them with the predicted antimicrobial
properties and the expansion of the spectrum of the strains under study of pathogenic and
opportunistic MiCroorganisms.

I'ymenua A.B.

CKPUHIHI AHTUMIKPOBHOI AKTHBHOCTI
CEPEJ HOBUX ®OCPOHHIEBHX COJIEH
Kaeapa vixpobiozozii ma gipycoioait
Buiquii Oeporcacnuil hasuaibnit sariad Vepainu
« BYROGUHCHRULT OePHCAGHIT MEOWYHUT YHIBEPCUIME Y

BesxoHnTponbHe mnpU3HAYEHHS IIKAPCHKHUX IIPENAPATIB, 1MO BOMOOIIOTE AHTHMIKPOOHOIO
JIER0, COpPHSTH  ceNMeKuil CTIffKOCTI TMATOreHHMX 1 YMOBHO-TIATOTEHHHX MIKPOOPTAHI3MIB [0
aHTUOAKTEPiANIBHAX Ta AHTUCENTUYHUX IIpeNapartiB, IO IPH3BENO B CROK YEPry N0 30iTBLIIEHHS
NUTOMOI  Bark  IH(EKUIAHUX  3aXBOPIOBAHb.  BUKIMKAHUX  PE3MCTCHTHUMH  LITAMAMH
MIKpPOOPraHi3MIB. ¥ 2B 43Ky 3 IIHPOKHM POCIIOBCIO/DKEHHSAM MIKPOOPTaHI3MIB, SKI HaOymu
cTilikoCTI M0 OaraTeox aHTHOAKTEPIAMLHUX Ta aHTHCENTHYHHX [PenapaTiB, 3aHIIAEThCs
HeoOXIZIHUM MOIIYK HOBMX PEUOBHH. fIKi MOXHa Oyio OH BUKOPHCTOBYRBATH B MEINULIMHI, 5K
AUTUMIKPOOII Ta ANTHCENITUYHI PEYOBHHH.

CKpHHIHT aHTUMIKPOOHOI AKTHBHOCTI cepe;l HOBUX HadTaneHOBMICHUX (GocthoHIEBHX cOJEH
TPOBOANBCA 3 BUKOPUCTAHHAM 6 TCCT—KY.IBTYp. EXCUCPHUMCHTH g BUZHAUCHHA aHTHMIKPOOHOT
aKTHBHOCTI HOBHX (oc(OHIEBHX CONel IPOBOANIM 3a JONMOMOTOI0 MIKPOMETOIY 3 BUKOPHCTAHHAM
OJIHOPA30BHX MONICTUPONOBHX MAHILET Ta MIKPOTHTpaTopis Takaui.

PezynbTaTi BUBUEHHS aHTUMIKPOOHO! aKTHBHOCTI BKA3aHUX CIONYK HABEJACHO B TAOMHUII.
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