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YMOBHO TIATOTeHHWX OakTepiil. AJre3MeHi BIAacCTHBOCTI 30YAHHKIB BHBYATM HA HATHBHHX
epatponuTax 0 (I) rpynu KpoBi JIOIUHH.

Y 126 xpopux na xpomiduuid Tonsumt y 65 (51,59%) xinox ta y 61 (48.41%) 4onopikis
BUAUTEHO Ta igeHTUdIKoBaHo 240 mTaMiB YMOBHO TATOreHHMX OakTepiii 1 ApimkmKonmoaidHuX
rpudiB, M0 BIAHOCATBECA A0 15 pi3HMX TakcoHomiuHuX Tpyn Knowoy pone y ¢opvyBaHHI
iH}peKIHHO-3aMaIEHOTO Mpollecy ¥ XBOPHX HA XPOHIUHHA TOH3WIIT BIMITpae S. aureus (52.38%),
S. pyogenes (29,37%), S. anginozus (12.70%), E. coli (9,52%) 1a 1611,

Y npobipky 3 3aBHCIO €pPHTPOLMTIB BHOCHIIH CTAHAAPTHU30BAHY KYJIBTYPY TECTVEMMX
Oaktepiit Ta iHkyOyBamu cymim 40 xpumwe 3a Temnepatypu 37° C. Tlicag uporo OydepHuM
PO3UHHOM BIIMUBAIH €PUTPOIMTH I TOTOBMIM MiKpompenapaTH, (papOyBail 3a MeTOOHKOIO azyp-
eo3uHoM. Tlin  CBITAOBMM  IMEPCIHHMM MIKPOCKOIUOM BM3HAYQIM  KUILKICI MiKpoOiB, 100
4Are3yBANUCA A0 OAHOTO ¢pUTPoLMTY. [IuTaareziio BU3HAYANM 34 CePENHIM MOKAZHUKOM aaresil
(CITA) mpn BuBUYCHHI afare3oBaHux Ha 350 HATHBHHX epuTpouuTax. Mo Heaare3mBHUX
MiKpoopraHi3mis BiHeceHi koau CITA — 1-2 mikpoGa Ha 0OUH epUTpOUHT. /[0 HU3BKOTO CTYIEHIO
utaaresii 3a CITA — 3-6 M.0/epHTpPOLHT, cepedHB0 anre3uBHUX — 6-10 M.o/epuTpount. o BUCOKO
aare3ueHux BinHeceHi Takconu. CITA y akux Oinbwe 10 m.o/eputpouuTt. [IpoBeaeHi AocmiaKeHHs
IUTAATS3IR MOKAzanu, mo cepen 103 i30mboBaHUX Ta IASHTHOIKOBAHUX KYIBTYD S. aureus y 66
(64,08%) ©Oynu BHcokoamresuBHumu, 7 (6,80%) - cepeansoanresusHi, 8 (7,77%) -
HH3BKOaATesokadi Ta 12 (11,65%) HeanresusHi, ceped Akux 3 (2.91 %) WTaMH He aare3yBaiucs 10
AOJHOCO CPUTPOLIUTY.

Cepen Buaitenux Ta igeHTHhikoBaHux 37 mTamiB S. pyogenes za zHauennsm CIIA
NpOABHIN pi3HUil cTynine uwmtagresil. Tak, 27 (72.97%) wramie Spyogenes BiTHeceHI a0
BUCOKoQAre3uBHHX, 4 (10,81%) — mo cepeaHpoaare3susHux, 6 (16,22%) — 10 HU3BKOAATE3UBHHUX.
tamu S. anginozus OpoABUIA BUCOKY CTYIING aaresii Tuibkn 2 (12,50%), 3 (18.75%) — cepeaniii
cTymiab, 1 {6.25%) — nmm3xuii i 10 (62,50 5) BusBwInca HeaarezuBHUMH MikpoOamu. IllTamu
KHITKOBOT MATAYKH TIPOSBHIH CCPCAHIH CTYTIHD MHTaAre3ii Tiekd 3 (55,56%) mrrama, HW3IBKHIA
CTYIiHB LHTAATe3IT BUABIeHO ¥ 10 (55,56%) mwtamie 1 5 (27.78%) He npoaswnu mutaaresii (CITA
1,86+0.21 m.0/ep).

TakuM YUHOM ROCHIMKEHHA NUTAAre3li MpPOBLIHUX 30YAHUKIB 1H(EKIIHHO-3a0anbHOTO
TPOLECY HA CIU30BIH 00ONOHLI MIAHEGIHHUX MUTIATHKIB CNiA PO3INLIATH K OJWH 13 YHHHHKIB
NaTOreHe3Y XPOHIUHOTO TOHZHIITY.

Blinder O.0.
SOME AGE-DEPENDENT FEATURES OF THE MICROBIOME STRUCTURE OF THE
COLON IN CHIDREN
Department of Microbiology and Virology
Higher State Education Establishment of Ukraine
«Bukovinian State Medical University»

Microflora of the colon has the important role in the support of normal human vital activity,
taking part in the digestive process, metabolism. influencing on the immune system of the host-
organism. It has been proved, the state of anti- infective resistance has the most important meaning
in microbiome regulation of the colon. Changes in the immune system from the birth to the deep old
age are also known, what is the basis of anti- infective resistance.

‘The object of this study was to investigate the microbiome content of the colon in children
of different age with the presumptive clinical diagnosis “Dysbacteriosis of colon”. The obtained
results are iumportant to rational etiological treatment of the patients with sypmtoms of
dysbacteriosis.

The content of the colon microflora of 112 children with the presumptive clinical diagnosis
“Dysbacteriosis of colon” has been analyzed. Patients under study were divided into three age
groups: under 1 year old, 1-7 v.o. and 8-15 y.o., 47, 51 and 14 persons respectively.

The selected strains identification was performed on the base of morphological, tinctorial,
and biochemical properties, given at Bergey’s Manual of Systematic Bacteriology. The isolated
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strains, members of family Enterobacteriaceae, genuses Staphylococcus, Enferococcus,
Pseudomonas were 1dentified to species, but strains, members of Bifidobacterium, Lactobacillus,
Clostridium, Candida to genus.

The general assessment of the state of the colon microflora was carried out in accordance
with the critcria proposed by Mickelsar with co-authors. Statistical data proccssing was performed
by the method of variation statistics using the Student's criterion.

The signs which gave rise to the establishment of a violation of the composition of the
microflora faeces, included: 1) a large number of (>1:10° CFU inl g} S. aureus; 2) increasing the
number of yeast-like fungi of the genus Candide (>1-10° CFU inl g); 3) the presence of
opportunistic enterobacteria in quantities >1-10° CFU inl g. as well as the presence of hemolytic (>
(1%}, lactosonegative (> 5 %) and weakly [ermentable (> 10%) strains E. coli; 4) a large number of
clostridia (>1-10° CFU inl g); 5) a decrease in the relative amount (<85%). or a complete absence
of anaerobic non-spore-forming bacteria (lactobacterial bifidobacteria).

The Staphylococcus aureus was found to be the highest in the first age group (67 %) with a
clear tendency to decrease with the age of the examined (39.1% - 2 groups, 29.1% - 3 groups). In
patients under | year of age. the difference was statistically significant (p <(0.05) when compared
with groups 2 and 3.

Reducing the number, or the complete absence of anaerobic non-spore-forming bacteria, as
the only sign of a microflora disturbance, reveals a reverse trend. This attribute most often appears
in the oldest age group (30.8%), and most often in children under 1 year (17.0%).

Clear patterns of dependence of the frequency of release of yeast-like fungi of the genus
Candida, clostridium, opportunistic enterobacteria, E. coli atypical strains were not detected
depending on age.

The obtained data allow us to assume that in children under 15 years of age the main cause
of dysbiosis of the colon is a violation in the immune system, which causes the development of a
peculiar infection process. This assumption is consistent with the well-known fact that the human
immune system undergoes a rather long maturation process after birth.

Gavryliuk O.1.

SEARCH OF ANTIMICROBIAL AGENTS AMONG DERIVATIVE 2- (1-PHENYL-3-
ARYL-1 H-PYRAZOL-4-IL) BENZO [B] QUINOLIN-4-CARBOXLIC ACID
Department of Microbiology and Virology
Higher State Education Establishment of Ukraine
«Bukovinian State Medical University»

For the study, 35 derivatives ol 2- (1-phenyl-3-aryl-1 H-pyrazole-4-il) benzo [b] quinoline-4-
carboxylic acid were selected. The study of the antimicrobial properties of these compounds was
performed using the generally accepted method of double serial dilutions in a liquid nutrient
medium (namely, by means of a micro-method using disposable polystyrene plates). Minimal
bacteriostatic or fungistatic and minimal bactericidal or fungicidal concentrations were investigated.
As test objects for these rapid tests, reference strains of grampositive bacteria (Staphyviococcus
aureus ATCC 25923), gramnegative bacteria {Escherichia coli ATCC 25922) and yeast-like fungi
(Candida albbans ATCC 885-653) were used as a liquid nutrient medium : for bacteria - meat-
peptone broth (MPB), for fungi - Saburro broth.

Incubated in a thermostat at 37 © C for 24 hours. ( fungi - respectively at 30°C - 48 hours.).
All studies were accompanied by appropriate control: control of the environment for sterility,
control of culture growth in a medium without compounds.

Results and discussion: during the in experiments in vitro, it has been found that the vast
majority (82.86%) of the tested compounds have antimicrobial activity. Minimal bacteriostatic
concentration of the vast majority of 2-(1-phenyl-3-aryl-1H-pyrazol-4-sl) benzo [b] quinoline-4-
carboxylic acid is in the range of 250 to 1000 pg / ml. The indicated concentrations of the studied
compounds are established both in relation to the ratio of grampositive S. qureus ATCC 25923 and
gramnegative £ coli ATCC 25922.
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