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leptin both in men is by 48.99% and 43.55% (p <0.05), and in women - by 53.34% and 50.98% (p
<0.01) {especially in those bearing Pro12 genotype of the PPAR-2 gene it was by 1.99-3.75 times
higher (p <0.05) with a corresponding increase in leptin-resistance (LR) by 46.15% and 42.79% (p
<0.05). and a decrease in the synthesis of anti-atherogenic adiponectin - by 5.73% and 5.91% (p
<0.03).
Thus, single-factor dispersion analysis confirmed the association of I/D polymorphism of
the ACE ({rs4646994) gene with high leptin content and the rate of LR both in men (F = 42.46 and F
=25.74, p <0.001) and in women (F = 44.37, p <0.001 and F = 4.88, p = 0.01), as well as reduction
of adiponectin (F = 25.29, p <0.001). The association of Pro12Ala polymorphism with the PPAR-2
gene {rs1801282) was also established with the above-mentioned similar values: high leptin levels
in males and females (F = 455.58 and F = 71.19, p <0.001) and LR (F = 125.15and F = 12.29, p
<0.001) respectively.

Syrota B.V,
GENETIC PREDICTORS OF ENTEROCOLITIS DEPENDING
ON CYTOKINES PRODUCTION
Family Medicine Department
Higher State Educational Establishment of Ukraine
« Bukovinian State Medical Universityy

The aim of the study was analyze the association of genes polymorphisim HSP70-2 (1267A-
G) and [L-10(C-592A) with Colienteritis risk depending on cytokines production of /L-15, TNF-a
and /L-70.

The taxonomic composition and microbiota population level in colon cavity content of the
95 patients with diarrheal escherichiosis and 87 healthy individuals were investigated. All enrolled /
screened patients signed the Informed Consent to participate in the research. The age of patients
was from 25 to 52 ycars (in an average 38.66+3.11). There were 62 women (65.26%) and 33 men
(34.74%). The tumor necrosis factor ¢ (TNIF-g), interlevkin 1p (IL-1B) and interleukin 10 (IL-10)
levels (in pg/ml) in blood plasma where detected by Immuno-enzyme method {ELISA). Gene
polymorphism of heat shock protein HSP70-2 (A1267G, rs1061581) and IL-10 (C-592A,
rs1800872) was examined by polymerase chain reaction (PCR).

The risk of genetically determined /L-13 hyperproduction in patients with Escherichia
enterocolitis (Colienteritis) 1.41 times (p<0,01) increases in individuals with GG-genotype of
HSP70-2 gene, with a high probability of a low synthesis of the anti-inflammatory cytokine 72-10
[OR=3.54; 95% CI. OR=1.45-8.64; p=0.006]. At the same time. 4-allele of the above gene 3,28 and
2.24 times increases probability of /.-1ff normal production [OR=4.63; 95% CI, OR=1.56-13.78;
p=0.004] and /7.-10 normal synthesis (p<0.01) respectively.

Availability of mutant 4-allele of /L-10 gene in the genotype of Colienteritis patients 1.51
times increases the risk of a low (insufficient) synthesis of anti-inflammatory 7L-10 [95%CI,
OR=1.09-2.09; p=0.01], and with (C-genotype the probability of normal //-10 production
increases practically twice as much |OR=3.09; 95% CI, OR=1.29-7.43; p=0.01]. Polymorphic
variants of HSP70-2 (rs1061581) and [L-10 (rs1800872) genes, as well as their combinations are
not risk factors to change 7NF-o production in patients with Colienteritis. Moreover, 77-10
(rs1800872) gene is not associated with changes in the synthesis of pro-inflammatory /L-74.

In perspective we plan to analvze the association of genes polymorphisms HSP70-2 (1267 A-
() and IL-10 (C-3924) with non-specific immunological resistance and neutrophils reactivity in
patients with Colienteritis.
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