and its subsequent complications. Clinical manifestation of purulent sinusitis in patients with
diabetes is characterized by a long and sluggish course, the involvement of other paranasal sinuses
in the process, atypical X-ray picture and the frequent development of complications - rhinogenic
meningitis and phlegmon of the orbit. In the blood of these patients, in contrast to patients without
diabetes, there is an increase in the relative and absolute number of stab and segmented neutrophils,
a sharp increase in ESR. The disease proceeds in the background of pronounced changes in the
immune status, which affect all the links of immunity, including a significant decrease in
phagocytosis indicators and an increase in the content of circulating immune complexes of small
size.

Thus, the course of purulent-inflammatory diseases of the upper respiratory tract in diabetes
mellitus is peculiar and atypical, often leads to the development of formidable complications and
even death. Effective treatment of foci of inflammation in the ENT organs in the background of
diabetes mellitus decompensation is practically impossible. Particular attention should be paid to
the study of the etiopathogenetic mechanisms of the development of diseases of the ENT organs in
patients with diabetes with the development of new therapeutic algorithms. It means that only close
cooperation of two specialists - an otolaryngologist and an endocrinologist will help maintain health
and prolong the patient’s life.

Yakovets K.I.
CHARACTERISTICS OF MICTOBIOTA OF THE UPPER JAW IN CHRONIC SINUSITIS
IN PATIENTS WITH TYPE 1 DIABETES MELLITUS
Department of Pediatric Surgery and Otolaryngology
Bukovynian State Medical University

The aim of the study was to determine the qualitative and quantitative composition of the
microbiota in patients with chronic purulent maxillary sinusitis with type 1 diabetes mellitus.
Bacteriological and micrological methods were used to determine the qualitative and quantitative
composition of the microbiota of the biotope of the maxillary sinus cavity in 50 patients with
chronic purulent maxillary sinusitis with type 1 diabetes mellitus and 37 patients with chronic
purulent maxillary sinusitis of the same age without concomitant pathology.

In the contents of the cavity of the maxillary sinuses of patients with chronic purulent
maxillary sinusitis, combined with type 1 diabetes, 175 strains of different species of
microorganisms belonging to 24 different taxonomic groups were isolated and identified, which in
the biotope form different qualitative microbial associations consisting of 3 of different species in
58% of patients, of 4 species in 34.0% and of five different taxa - in 8.0% of patients.

Chronic purulent maxillary sinusitis in patients with type 1 diabetes disturbs microbial
associations. In patients with chronic purulent maxillary sinusitis, the number of associations
consisting of 3 species increases 2.7 times, but the number of associations consisting of 4 species of
microorganisms decreases by 11.76%. The number of associations consisting of 5 species in
patients decreases by 3.5 times.

Among the most numerous associations consisting of 3 species of pathogenic and
conditionally pathogenic autochthonous facultative microorganisms, the associations of the
following representatives are more common: M. catarrhalis, S. aureus and Bacteroides spp .;
Prevotella spp., S. viridans and S. salivarius; M. catarrhalis, Prevotella spp. and S. epidermitis; H.
influenzae, Prevotella spp. and S. epidermitis.

Associations consisting of 4 species were found in 34% of patients and consisted of S.
pneumoniae, M. catarrhalis, S. pyogenes, Fusobacterium spp; S. pneumoniae, E. coli, S. aureus and
Candida spp .; S. pneumoniae, E. coli Hly +, S. viridans and Candida spp.

In patients with chronic purulent maxillary sinusitis combined with severe type 1 diabetes,
there were associations consisting of S. pneumoniae, M. catarrhalis, Candida spp. and S.
epidermitis; S. pneumoniae, M. catarrhalis, S. pyogenes, S. epidermitis; Bacteroides spp., H.
influenzae, S. pyogenes, Enterobacter spp.; Bacteroides spp., H.influenzae, S.pyogenes, Candida
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spp. The above may indicate the influence of not only an etiological agent, but also a certain
association of microorganisms on the severity of maxillary sinusitis combined with type 1 diabetes.

Associations of microorganisms consisting of 5 species were found in patients with chronic
purulent maxillary sinusitis combined with severe type 1 diabetes mellitus. Their composition was
different, but the pathogen S. pneumoniae in a high population level, opportunistic obligate
anaerobic bacteria of the genus Bacteroides and Prevotella, Fusobacterium, streptococci and
Staphylococcus aureus were isolated and identified.

Thus, according to the Berger-Parker index of constancy and dominance, the dominant
pathogens of chronic inflammation in the maxillary sinuses are S. pneumoniae, H. influenzae, M.
catarrhalis. Other bacteria (S. pyogenes, S. aureus, E. coli Hly +, B. fragilis) are additional or
accidental (E. coli Hly +, B. fragilis) pathogens. All major pathogens persist in the habitat in
association. Microorganisms, depending on their role in the normobiocenosis, can inhibit the
pathogenetic activity of the leading pathogen or, conversely, activate its pathogenetic role, which
must be taken into account when choosing treatment tactics.

Be3pyk B.B.
MAPKEPU AJTTOPUTMY [IATHOCTUYHO-NTIKYBAJIbH/X 3AXOA4IB
Y HAJAHHI JOMNOMOI U AITAM 13 IHPEKLUIAMW CEHOBUAITBHOI CUCTEMW
HA ETAMI HAJAHHA NEPBUHHOT MEANYHOT AOMNOMOI U
Kachegpa negiaTpii, HeOHATONOrIT Ta NepuHaTabHOT MeAULHN
ByKOBUHCHKUI fep>KaBHUIA MeANYHWIA YHIBEPCUTET

3axBOpOBaHHA OpraHiB CeYoBUAi/IbHOT CUCTEMU 3a/INLLIAKOTLCA aKTya/lbHOK MPo6/1eMoro B
negiatpii y 383Ky 3 BWCOKMM PiBHEM MOLUMPEHOCTI B AWUTAYIA Monynauii Ta CyTTEBUMM
KONMBaHHAMM 4acCTOTU L€l NaTONOrii B CTPYKTYPI 3arasibHOT 3aXBOPHOBAHOCTI, B Pi3HUX perioHax
Ykpainm (barpgacaposa I.B., 2015; Caingakoa H.O., 2018). CBoeyacHa fiarHOCTMKa, NPOrHOCTUYHA
LIHHICTb KNIHIYHMX 03HaK Ta nofasiblia TaKTUKa BeeHHSA NauieHTiB paHHbOro BiKY 3 iH(eKL MM
CEYOBMAINBHOT CUCTEMU Ha ambynaTopHOMY eTani € BaXIMBOK CK/Ia[oBOK Y iHTErpOBaHOMY
BefleHHI navieHTa gutayoro Biky (Shaikh N, 2019; Hanne A. Boon, 2021).

3 ornagy Ha [JocBif i pekomeHAauii BITUYN3HAHUX HayKOBLIB Ta pe3ynbTaTh 3aKOPAOHHUX
[OCMipKeHb aKUeHTyeMo Bawly ysary Ha HaCTYMHUX MO3ULIAX anroputMy [AiarHOCTUYHO-
NiKyBa/IlbHUX 3aXO0AIB LOA0 HaflaHHA [OMOMOrv AiTAM A0 5 poKiB 3 iH(EKLisMU CeYOBUAINbHOT
CUCTEMW Ha eTari HaflaHHS NePBUHHOT MeAUYHOT AOMOMOTW:

— iH(ekuii cevoBoi cuctemn (ICC) — rpyna 3axBOpHOBaHb OpraHis Ce4oBUAINbHOI
cucTeMn 6e3 YTOYHEHHS! TOMIYHOrO PIiBHA YPaXXeHHS MiKPOOHO-3ana/lbHOro XapakTepy, 3aimae
npoBigHe micue cepeq iHGeKuiHoI natonorii y antadin nonynauii; ICC BBaXKaeTbCA rocTPoH 3a
TpuBasioCTi Ti Nepebiry fo 3 Mic.; 3ara/ibHi enigemionoriyHi oco6nmsocTi ICC: KinbKiCTb NauieHTiB
XKIHOYOI CTaTi NepeBaXae y BCiX BIKOBMX rpynax AiTen y 1,6 — 2,7 pasu; cepeq AiTe paHHbOrO BiKy
yacToTa BUINIEHHS YPONaTOreHiB i3 Cedi BULMIA cepef XN0NUUMKiB (80 44,9%), y iHLWKNX BiKOBUX
rpynax gitei — yacTiwe BMAINAETbCA Bif NaUieHTIB XiHoyoi cTaTi (20,0-27,7%); LOMiHYHOUMMM
yponaTtoreHamu € npefAcTaBHUKM poanHn Enterobacteriaceae — E. coli (46,8-81,5%) 3anexHo Bifg
craTi;

— HasBHa nifBuLLeHa HaANoOKoBa Ta [MOMEepeKkoBa YYTAMBICTb MPU  KIHIYHOMY
06CTEXEHHI ANTUHMN € KOPUCHOK O3HAKOK Y anropuTmi giarHocTukun ICC; HasBHICTb AU3YPUYHUX
po3nagiB Ta 36i/bLUEHHS 4YacTOTW CEYOBMMYCKaHb, 3MiHA KO/MIbOPY Ceyi MOMITHO 36i/bLUytOTb
MMOBIPHICTb HasBHOCTI ICC; KanamyTHa ceya Ta ceya 3 HEMPUEMHUM 3amaxoM € «YepPBOHMM
npanopuam» y anroputmi nabopatopHoi giarHocTukn ICC; HasBHICTb 6iOXIMIYHMX MapKepiB cevi
fae 3mory nigreepautn fiarHo3 ICC: nosuTvBHa peakuid Ha HITpuTK (OKpiM Pseudomonas
aeruginosa, Enterococci) 3 uytnmsicTio 45-60% i cneyudiyHicTio 85-98%; giarHoctnka ICC y
AiTel paHHbOro BiKy 3a gonomoroto The Diagnosis of Urinary Tract infection in Young children
(DUTY) € kopucHoto ansa sukntoyveHHs ICC; ouiHka nauieHTa 3a Gorelick Scale score Ta ouiHKa 3a
ponomoroto UTlcalc (https://uticalc.pitt.edu) € KOPUCHUMU IHCTPYMEHTaMu 415 BUKOYeHHA ICC y
AiTell BikoM 0 5 pOKiB;

312



